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Abstract: Aim: The aim to investigate and assess role of COVID-19 on Coronary Heart Disease (CHD) mortality using 
Bayesian Lorenz Curve and associated Gini Index  

Statistical Method: Bayesian estimation was applied to analyze CHD mortality rates, focusing on both gender and age 
group differences.  

Application: A total of 341,467 patients were treated during 2-year period from 2020 to 2021during COVID-19 in Turkey. 
195,413 females and 146,054 males were diagnosed and 155,211 deaths where 88,824 were males and 66,387 were 
females with CHD, and hence were studied to evaluate whether female gender was an independent predictor for poor 
prognosis. 

Results: Mortality rates increase with age for females compared to males. The model suggests that males have higher 
risks or proportions across all groups compared to females, particularly in older age categories. The Lorenz curves for 
both genders show that a significant portion of deaths is concentrated in a relatively small subset of age groups, 
particularly older adults. The Gini Index regarding mortality for males is found to be 0.123 compared to value of 0.384 
associated with female's age distribution. Meanwhile, the Gini Index regarding morbidity for males (0.146) and females 
(0.394) are very similar, suggesting that the patterns of inequality in morbidity distribution are comparable across 
genders.  

Conclusion: The study highlights the effectiveness of empirical Bayesian techniques in estimating CHD-related COVID-
19 mortality rates across Turkey. It suggests that such statistical methods can help allocate resources more efficiently to 
high-risk areas and to ensure fair resource distribution and healthcare interventions. 

Keywords: Bayesian, Markov Chain and Monte Carlo (MCMC), Morbidity, Mortality, COVID-19, Lorenz Curve, Gini 
index. 

INTRODUCTION 

COVID-19 has caused a global pandemic 
unprecedented in a century [1]. Though primarily a 
respiratory illness, cardiovascular risk factors predict 
adverse outcomes [2-5]. Coronary heart disease (CHD) 
is a pathological inflammatory process characterized by 
atheroslerotic accumulation in the epicardial arteries, 
and it is the most leading cause of mortality and 
morbidity worldwide [3-7]. It has been known for more 
than half a century that the risk factors for CHD include 
hypertension, increased levels of low-density 
lipoprotein cholesterol (LDL-C), type-2 diabetes and  
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smoking. CHD diseases have long been a significant 
public health concern, ranking among the leading 
causes of morbidity and mortality globally. More 
recently study [4]-supported study found that COVID-
19 infection significantly increased the risk of heart 
attack, stroke, and death for up to three years among 
unvaccinated individuals infected during the early 
pandemic. The research, which included people with 
and without CHD, confirms previous findings of a 
higher risk of cardiovascular events after infection and 
is the first to suggest that this risk may persist for 
several years. With over 1 billion people worldwide 
having had COVID-19, the potential long-term impact 
on global heart health is substantial [1]. The increased 
risk of heart attacks, strokes, and other cardiovascular 
issues following infection underscores the need for 
ongoing research and preventive strategies. 
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Previous reported studies on COVID-19 revealed its 
strong link to cardiovascular disease (CVD), particularly 
during the acute phase of infection. Among hospitalized 
COVID-19 patients, CVD (especially CHD) and related 
risk factors like hypertension and diabetes were 
prevalent in 10-30% of cases [10-13]. These conditions 
were associated with increased in-hospital mortality 
Moreover, the presence of CVD and its risk factors 
correlated with increased in-hospital mortality among 
COVID-19 patients (Hillser et al. 2024). Additionally, 
acute CVD manifestations, including acute coronary 
syndrome, arrhythmias, heart failure, and thrombosis, 
were frequently observed in hospitalized patients. 

Most recently the study [9] highlighted the potential 
long-term cardiovascular risks of COVID-19, 
emphasizing the need for CHDe prevention strategies, 
especially for those with severe infections . It also 
suggests a possible genetic link, as patients with blood 
types A, B, or AB faced more than double the risk of 
heart attack or stroke after hospitalization, while those 
with type O appeared to have a lower risk of severe 
COVID-19. Further research is needed to confirm these 
findings and develop effective prevention strategies. 
Understanding the demographic disparities in mortality 
rates, particularly across genders and age groups, is 
essential for creating equitable and effective public 
health strategies [10-13]. Evidence has consistently 
shown that male patients experience higher mortality 
rates and more severe outcomes compared to females, 
with this disparity being most pronounced among older 
age groups (5,8,10]. Gender-based disparities in 
immune response, hormonal influences, and 
comorbidities have been posited as contributing factors 
to the observed male predominance in mortality [2-6]. 
Similarly, age-specific disparities are linked to the 
increasing vulnerability of older adults due to immune 
senescence and the presence of comorbid conditions 
[5,8, 10]. In Turkey, these patterns mirror the significant 
strain placed on healthcare systems during the 
pandemic, making it imperative to analyze gender and 
age-based differences in respiratory disease-related 
mortality. 

This study employs a Bayesian estimation approach 
to model age-specific and gender-specific mortality 
rates for respiratory diseases during the pandemic. 
Bayesian methods are particularly suited for analyzing 
mortality rates due to their ability to incorporate prior 
knowledge and provide robust estimates even with 
complex data structures (,[13-15]. Furthermore, Lorenz 
curves and Gini indices are utilized to quantify and 
visualize the inequality in mortality distribution across 

age groups [14-18]. COVID-19 pandemic affects the 
CHD with various mechanisms [2-7]. 

The aim of this study is to investigate and assess 
role of COVID-19 on CHD mortality using Bayesian 
Lorenz Curve and associated Gini Index. In addition 
the Lorenz curve and Gini index implemented to 
measure gender as an independent predictor of 
mortality for the COVID-19 patients. 

SUBJECT AND METHODS 

This study proposes a Bayesian model based on 
the Beta distribution to estimate respiratory diseases-
related mortality rates across different age groups 
during the COVID-19 pandemic. The methodology 
combines probabilistic modeling of age-group-specific 
mortality rates using the Beta-Binomial framework, 
followed by an analysis of inequality in mortality rates 
using the Lorenz curve and Gini index distribution. 

Let Nij  
and Xij  

be total cases of COVID-19 among 
Turkish people and the number of deaths of COVID-19 
respectively, where in the (i, j)th  cell, i  indicates sex 
factor being i =1  for male and i = 2  for female, and j  
specifies age groups. Let us assume that Xij  

is a 
binomial random variable with index Nij  and 
parameters λij . Under the multiplicative model, 
λij =θiϕ j (i =1,2; j =1,2,...13) . Where ϕ j  is a parameter 
represents proportion of number of cases in age group 
j, and θi  is a parameter represent the proportion of 
death among the age group Our objective is to obtain 
maximum likelihood estimates (MLE’s) of the 
parameter θi , ϕ j . Assuming the Xij  is independent, 
the log likelihood of Xij  

is given by 

= ln  ( Nij
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Equations (2) and (3) can be solved iteratively. 

Initial values of the parameters θ
^
i  and ϕ

^

j may be set 
to 

θ
^
i =

Xi.

Ni.

, ϕ
^

j =
X. j
N. j

 where, Ni. = Nij
j
∑ , N. j = Nij

i
∑ .  

In order to further simplify the calculation Poisson 
approximation to the binomial set-up can be used. This 
is justified since population size Nij  

for each (i, j)th  cell 
is sufficiently large. Under the Poisson approximation, 
the Xij 's  is independent Poisson random variables 
with the parameter Nijλij , so that the likelihood of the 
sample is 

= −Nijθiϕ j + Xij lnNij + lnθi + lnϕ j − ln(Xij )⎡⎣ ⎤⎦
j
∑

i
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From (4), we obtain the MLE’s of θi  and ϕ j  as  
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Which again have to be solved iteratively. 

Convenient initial values may be ϕ
^

j = X. j / N. j  

and θ
^
i = Xi. / Ni.   

A Bayesian model based on the Beta distribution 
is often used to estimate probabilities. This makes it 
particularly useful in modeling scenarios where the 
parameter of interest is a proportion. In cases where 
the parameter of interest, θ, represents a probability, 
the Beta distribution is an appropriate prior due to its 
flexibility and conjugacy with the Binomial likelihood 
(13-16) 

The number of deaths, yi for each population group 
is modeled using a Binomial distribution: 

yi ∼ Binomial (ni, θi), 

where ni is the total population of the i-th group and θi is 
the mortality rate.  

The Binomial likelihood function is expressed as: 

P(yi θi ,ni )=
ni
yi

⎛

⎝

⎜
⎜

⎞

⎠

⎟
⎟θi

yi (1−θi )
ni−yi  

The prior distribution for θi, the probability of death 
due to respiratory diseases, is modeled using the Beta 
distribution: θi ∼ Beta (αi, βi) where 

αi: Prior successes, reflecting prior knowledge about 
deaths due to respiratory diseases. 

βi: Prior failures, reflecting prior knowledge about 
survivors in the population. 

Using Bayes' theorem, the posterior distribution for 
θi is proportional to the product of the prior and the 
likelihood [17-18]: 

P(θi yi ,ni )= Beta(αi + yi , βi + ni − yi )  

This posterior distribution reflects updated beliefs 
about age-specific mortality rates after observing the 
data. 

Lorenz Curve and Gini Index 

Lorenz curve is a widely used and practical method 
for modelling mortality rates of a disease [14-20]. The 
Lorenz curve is used to assess the inequality in 
respiratory disease-related mortality rates across age 
groups in this study. The cumulative proportion of 
deaths and the cumulative proportion of the population 
are calculated: 

L(k)=
yii=1

k
∑
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I
∑
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nii=1

k
∑
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∑

 

where L(k) is the cumulative proportion of deaths up to 
the k-th age group, and P(k) is the cumulative 
proportion of the population [17-18].  

The Gini index is derived from the Lorenz curve to 
quantify inequality in mortality rates: 

G =1− 2 L(P) dP
0

1
∫  

In practice, this is approximated using numerical 
integration or the trapezoidal rule based on discrete 
data points: 

G =1− (Lk + Lk−1)
k=1

1

∑ (Pk +Pk−1)  

where Lk and Pk are the Lorenz curve values and 
population proportions at the k-th age group (Lee 
2012).  

• G=0 indicates perfect equality (all age groups 
have identical mortality rates), 

• G=1 indicates maximum inequality. 

Sathar and Jeevanand [19-20] have discussed the 
Bayesian estimation of the Lorenz curve and Gini-index 
of the Pareto and exponential distributions respectively. 
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Lorenz curve is a widely used and practical method 
for modelling mortality rates of a disease [13-15]. The 
Lorenz curve is used to visualize the inequality in 
COVID-19 deaths relative to incidence across different 
exposure levels (age groups). The exposure levels are 
ordered from the lowest to highest fatality risk. If 
COVID-19 risk is evenly distributed across all exposure 
levels, the Lorenz curve follows a straight diagonal line, 
indicating that age is not a significant factor. However, 
the more the Lorenz curve deviates from this diagonal, 
the greater the inequality in COVID-19 incidence 
across age groups. 

This variation is quantified using the Gini Index 16-
20), which ranges from 0 to 1. Higher values indicate 
greater disparity in COVID-19 incidence across age 
groups, while lower values suggest a more uniform 
distribution. 

The variation depicted using a Lorenz curve can be 
summarized using the Gini index [16-20]. The value of 
the index is between 0 and 1, with larger values 
reflecting greater variability in CHD incidence over 
exposure levels (age groups) and smaller values reflect 
greater uniformity. One realization of the index is 
expressed mathematically as 

Gini =
xi−1 yi−1
xi yi

i=1

k

∑ = (xi−1yi∑ − xiyi−1)  

Where, (xi , yi )  represent the coordinates of the 

points in the Lorenz curve, xi = nij≤i∑ / N  and 

yi = aij≤i∑ / A . ni  denotes the incidence in the ith  (age 

group) exposure level ( i =1,…,k ) and N denotes the 
total incidence ( N = nii∑ ). A and ai denote, 

respectively, the total number of CHD deaths and 
number of deaths in the ith  exposure level, A = aii∑ . 

Subjects and Statistical Analysis 

The data obtained from University Teaching and 
Research Hospital, Ministry of Health State Hospitals 
and Turkish Statistical Institute. The patient’s 
physicians collected data from the clinical records at 
the time of the patient’s hospital discharge according to 
predefined criteria for each data point. These records 
have been coded and registered at the hospital. With 
the described database all patients presenting CHD 
with COVID-19 were identified. COVID-19 was defined 
for this study according to World Health Organization 
criteria, International Classification Diseases. Data 
included age, population size, number of cases and 
death, death rate due to coronary heart diseases and 
incidence of respiratory diseases. Electrocardiogram, 
echocardiography, cardiac biomarkers, and coronary 
angiography are essential diagnostic tools. Untangling 
the mechanisms of coronary involvement in COVID-19 
ensures timely diagnosis and appropriate treatment. 

The independent samples t-test was performed to 
test the significant differences between two means of a 
continuous variable. Bayesian model implemented 
using WinBUGS.  

RESULTS 

Table 1 shows the percentage of death due to CHD 
diseases and incidence of treated among male and 
female patients during 2020 and 2021 years. A total 
465,375 males and 457,759 females were diagnosed 

Table 1: Deaths, and Incidence Rates of Coronary Heart Diseases (CHD) among Turkish Males and Females with 
Respect to Age Groups 

2020 
Death Rates 

2021 
Death Rates 

2020 
Incidence Rates 

2021 
Incidence Rates Age 

groups 
Males Females Males Females Males Females Males Females 

0-14 232 (0.24) 208(0.24) 306(0.32) 255 (0.27) 580 (0.25) 520 (0.24) 840 (0.36) 688 (0.27) 

15-24 223(0.22) 134(0.15) 233(0.24) 235 (0.24) 558(0.24) 335 (0.15) 233 (0.10) 634 (0.25) 

25-34 467(0.25) 266(0.26) 570 (0.60) 333 (0.25) 1167(0.50) 665 (0.30) 582 (0.25) 899 (0.35) 

35-44 1853 (1.94) 771(0.87) 286 (2.16) 912 (0.97) 4633 (1.99) 1928 (0.87) 715 (0.31) 2462 (0.97) 

45-54 6198 (6.55) 2374(2.67) 6155 (6.43) 2403 (2.55) 15495 (6.66) 5935 (2.67) 15388 (6.61) 6488 (2.55) 

55-64 14828 (15.67) 6315(7.11) 14800 (15.46) 6496 (6.89) 37070 (15.94) 15863 (7.13) 37000 (15.89) 17539 (6.88) 

65-74 22947 (24.25) 14929(16.81) 23719 (24.78) 15948(16.93) 53368 (22.95) 37322(16.80) 59298 (25.47) 43059(16.90) 

75-84 27422 (28.99) 29700(33.44) 27412 (28.64) 31192 (33.02) 68555 (29.48) 74250 (33.41) 68530 (29.43) 84218 (33.05) 

≥85 20446 (21.61) 34156(38.45) 20444 (21.36) 36599 (38.36) 51115 (21.98) 85390 (37.52) 51110 (21.956) 98817 (38.78) 

Total 94.616 88.826 95.703 94.930 232.541 222.208 232.831 235.551 
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and treated, also, total 188,319 males and 183,756 
females were died during 2 years. When compared to 
female patients, male patients were significantly older; 
the mean age of females was 54.80±14.36 years, 
whereas that of the males was 57.50±15.14 years 
(p<0.001).  

This Bayesian model estimates the respiratory 
diseases mortality rate (θi) for each age group (Table 
2). We modelled the CHD deaths in the i-th age group. 
Age group was as 5-24, 25-34, 35-44, 45-54, 55-64, 
65-74, 75-84, 85+ years. The mean age of females 
was 50.75±14.97 years, whereas that of the males was 
53.50±15.91 years (p<0.001).  

yi: observed number of CHD in the i-th age group ni: 
Total population in the i-th age group 

θi: The probability of a person in the i-th age group 
dying from COVID-19 

The likelihood function is modeled as a Binomial 
distribution: yi ∼ Binomial (ni, θi) 

For θi, we used a Beta distribution; θi ∼ Beta (α, β) 

The Beta distribution is appropriate for modelling 
probabilities (values between 0 and 1). 

Informative priors (α=2, β=2) were used as the 
starting point for θi. These values are constants and do 

not have variability (SE=0, SD=0). A square root 
transformation was applied to the posterior statistic to 
stabilize variance and reduce skewness. This 
preprocessing step ensures more robust parameter 
estimation and mitigates the influence of outliers, 
particularly in age groups with disproportionately high 
or low mortality rates. 

Figure 1 shows the Lorenz Curve of Death Rates for 
the years of 2020 and 2021, to examine the 
comparison between males and females across 
different age groups. The blue line represents the 
cumulative share of deaths for males, while the red line 
represents females. Both curves deviate from the line 
of equality, reflecting inequality in the distribution of 
deaths across age groups. It also deviates moderately 
from the line of perfect equality The Gini indices for 
males (0.122) and females (0.384) are very similar, 
suggesting that the patterns of inequality in mortality 
distribution are comparable across genders.  

Figure 2 is designed to present the Lorenz Curve of 
incidence rates for males and females over the years 
2020 and 2021, for the examination of comparison 
between the cumulative share of incidences among 
different age groups. The Gini Index regarding 
morbidity for males (0.146) and females (0.394) are 
very similar, suggesting that the patterns of inequality 
in mortality distribution are comparable across genders. 

Table 2: Summaries of the Posterior Distribution of the Coronary Heart Diseases Deaths Model 

Males Females 
Nodes 

Mean SE SD Median Lower 
2.5 

Upper 
97.5 Mean SE SD Median Lower 

2.5 
Upper 
97.5 

α 0.807 0.282 0.005 0.363 0.774 1.446 0.704 0.251 0.005 0.316 0.672 1.296 

β 4.585 2.111 0.036 1.327 4.294 9.417 4.243 2.025 0.040 1.151 3.945 9.041 

θ1 0.038 0.045 0.001 0.000 0.023 0.159 0.156 0.097 0.001 0.027 0.137 0.400 

θ2 0.120 0.062 0.001 0.030 0.110 0.271 0.148 0.091 0.001 0.026 0.130 0.375 

θ3 0.107 0.042 0.000 0.042 0.102 0.204 0.041 0.050 0.001 0.000 0.023 0.180 

θ4 0.075 0.023 0.000 0.037 0.073 0.126 0.062 0.038 0.000 0.011 0.054 0.156 

θ5 0.093 0.022 0.000 0.054 0.091 0.140 0.062 0.038 0.000 0.011 0.055 0.155 

θ6 0.072 0.015 0.000 0.046 0.071 0.105 0.109 0.034 0.000 0.053 0.106 0.184 

θ7 0.062 0.014 0.000 0.039 0.061 0.092 0.091 0.025 0.000 0.049 0.088 0.145 

θ8 0.102 0.016 0.000 0.073 0.101 0.135 0.108 0.026 0.000 0.064 0.106 0.164 

θ9 0.105 0.017 0.000 0.075 0.104 0.141 0.088 0.021 0.000 0.052 0.086 0.135 

θ10 0.129 0.020 0.000 0.093 0.128 0.170 0.086 0.019 0.000 0.053 0.085 0.129 

θ11 0.131 0.028 0.000 0.083 0.130 0.190 0.132 0.032 0.000 0.078 0.129 0.201 

θ12 0.098 0.030 0.000 0.048 0.095 0.165 0.063 0.024 0.000 0.024 0.060 0.118 

θ13 0.181 0.062 0.001 0.082 0.174 0.326 0.040 0.024 0.000 0.007 0.035 0.100 
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Therefore, the incidence rates of female group are 
more concentrated in certain age groups, whereas the 
incidence rates of male group are more equally spread 
among different ages. 

DISCUSSION 

By employing Bayesian statistical methods, the 
study provides more flexible and robust modeling of 
mortality rates compared to traditional methods. This 
methodology ensures reliable estimates, especially in 
complex datasets with demographic variations. This 
approach can serve as a reference for future research 
on demographic disparities  

CHD issues are significant public health concerns 
influenced by occupation, employment, and economic 
stress [11-13]. Research highlights the link between 
economic hardship, unemployment, and mental health 

decline [10-13]. Disaster mental health studies show 
that people often experience psychological distress 
after crises, leading to negative emotions like fear, 
loneliness, and despair, as well as symptoms such as 
anxiety and depression [11-13]. The COVID-19 
pandemic has directly impacted mental health, altering 
personal behaviors and habits, with past epidemics 
also showing similar patterns of stress-induced 
behavioral changes [10-13]. 

The current study discusses (Figure 1) the 
distribution of heart disease mortality rates among 
males and females using the Gini coefficient and 
Lorenz curve. A higher Gini coefficient indicates greater 
inequality, meaning female mortality rates are more 
concentrated in specific age groups, while male deaths 
are more evenly spread. The Lorenz curve for females 
deviates more from the equality line, confirming this 
disparity. This suggests age-specific vulnerabilities for 

 
Figure 1: The Lorenz curve and associated Gini indices for Coronary Heart Disease (CHD) mortality among male and female 
patients. 

 
Figure 2: The Lorenz curve and associated Gini indices for Congestive Heart Disease (CHD) Incidence Rates among male and 
female patients. 
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females, whereas the more uniform distribution among 
males may indicate evenly spread risk factors across 
different ages. The current study results are consistent 
with the previous reported studies [2-8],  

The current study revealed the distribution of CHD 
incidence rates among males and females using the 
Gini coefficient and Lorenz curve (Figure 2). The 
female incidence curve deviates more from the equality 
line, indicating a more uneven spread of cases across 
age groups, while the male curve remains closer, 
suggesting a more uniform distribution. Similar to 
mortality patterns, females have a higher Gini 
coefficient for both incidence and death rates. 
However, Gini values for incidence rates are higher, 
meaning disease cases are more unequally distributed 
than deaths. This disparity may stem from biological 
factors, healthcare access, behavior, or environmental 
and occupational risks. Empirical Bayesian models 
help adjust for natural variability in mortality rates while 
accounting for small population countries [15-20].  

CONCLUSİON 

The study highlights the effectiveness of empirical 
Bayesian techniques in estimating CHD-related 
COVID-19 mortality rates across Turkey. It suggests 
that such statistical methods can help allocate 
resources more efficiently to high-risk areas. 
Researchers are encouraged to use Bayesian methods 
to identify high-risk groups and apply Lorenz insights to 
ensure fair resource distribution and healthcare 
interventions. 

ACKNOWLEDGEMENTS 

The authors would like to thank the Istanbul Medipol 
University for their support  

ETHICAL APPROVAL (HELSINKI DECLARATION) 
AND CONSENT TO PARTICIPATE 

The Ethics Committee Approval given by the 
Istanbul Medipol University, Institutional Review Board 
in accordance with the principles of the Helsinki 
Declaration of 1964 (IRB# 10840098-604.01.01-
E.14180 and IRB# E-10840098-772.02-1411). 

AVAILABILITY OF DATA AND MATERIALS 

The datasets used and/or analyzed during the 
current study are available from the corresponding 
author on reasonable request. 

COMPETING INTERESTS 

No conflict of interest was declared by the authors. 

FINANCIAL DISCLOSURE 

The authors declared that this study has received 
no financial support 

FUNDING 

No funding was received for this work. 

AUTHORS' CONTRIBUTIONS 

AB, MHS, ZK and ZN contributed to conception, 
design, organized study, collected data, performed 
statistical analysis and wrote the first draft of the article, 
and contributed to the interpretation of the data and 
writing, revised critically and approved final version of 
manuscript. All authors approved the final. 

REFERENCES 

[1] WHO advice for international travel and trade in relation to 
the outbreak of pneumonia caused by a new coronavirus in 
China [consultado 3 Feb 2020]. Disponible en: 
https://www.who.int/ith/2020/0901_outbreak_of_Pneumonia_
caused_by_a_new_coronavirus_in_C/en/ 

[2] Sharma YP, Gawalkar AA, Batta A, Shrimanth YS, Revaiah 
PC, Karki P, Chaudhary V, Kasinadhuni G, Santosh K, 
Bootla D, Kumar S, Patel NKJ, Sambyal BS, Panda P. Novel 
markers of COVID-19 mortality-A comparative study with 
patients of acute coronary syndrome. J Family Med Prim 
Care 2023; 12(5): 962-966.  
https://doi.org/10.4103/jfmpc.jfmpc_1629_22 

[3] Timming AR, French MT, Mortensen K. Health anxiety 
versus economic anxiety surrounding COVID-19:an analysis 
of psychological distress in the early stages of the pandemic. 
J Affect Disord Rep 2021; 5: 100152. 
https://doi.org/10.1016/j.jadr.2021.100152 

[4] Øvrebotten T, Tholin B, Berge K, Myhre PL, Stavem K. 
Cardiac events and procedures following COVID-19 
compared with other pneumonias: a national register study. 
Open Heart 2025; 12(1): e002914.  
https://doi.org/10.1136/openhrt-2024-002914 

[5] Bener A, Naser A, Barışık CC, Atmaca M, Nurkalem Z. The 
impact of COVID-19 on coronary heart failure patients and 
co-morbid diseases. Int J Adv Com Med 2022; 5(1): 29-34. 
https://doi.org/10.33545/comed.2022.v5.i1a.222 

[6] Goel H, Shah K, Kothari J, Daly T, Saraiya P, Taha I, Le M, 
Shirani J. Premorbid echocardiography and risk of 
hospitalization in COVID-19. Int J Cardiovasc Imaging 2022; 
38(8): 1733-1739.  
https://doi.org/10.1007/s10554-022-02565-4 

[7] Triantafyllis AS, Sfantou D, Karapedi E, Peteinaki K, 
Kotoulas SC, Saad R, Fountoulakis PN, Tsamakis K, 
Tsiptsios D, Rallidis L, Tsoporis JN, Varvarousis D, 
Hamodraka E, Giannakopoulos A, Poulimenos LE, 
Ikonomidis I. Coronary Implications of COVID-19. Med Princ 
Pract 2025; 34(1): 1-12.  
https://doi.org/10.1159/000541553 

[8] Bener A, Al-Hamaq AOAA, Zughaier SM, Öztürk M, Ömer A. 
Assessment of the Role of Serum 25-Hydroxy Vitamin D 



Empirical Bayesian Estimation of Model for COVID-19 International Journal of Statistics in Medical Research, 2025, Vol. 14      273 

Level on Coronary Heart Disease Risk With Stratification 
Among Patients With Type 2 Diabetes Mellitus. Angiology 
2021; 72(1): 86-92. 
https://doi.org/10.1177/0003319720951411 

[9] Hilser JR, Spencer NJ, Afshari K, Gilliland FD, Hu H, Deb A, 
Lusis AJ, Tang WHW, Hartiala JA, Hazen SL, Allayee H. 
COVID-19 Is a Coronary Artery Disease Risk Equivalent and 
Exhibits a Genetic Interaction With ABO Blood Type. 
Arterioscler Thromb Vasc Biol 2024; 44(11): 2321-2333.  
https://doi.org/10.1161/ATVBAHA.124.321001 

[10] Bener A, Atmaca M, Al-Hamaq AOAA, Ventriglio A. Physical 
and Mental Health Characteristics of Hospitalized COVID-19 
Patients with and without Type 2 Diabetes Mellitus in Turkey. 
Brain Sci 2024; 14(4): 377.  
https://doi.org/10.3390/brainsci14040377 

[11] Bener A, Yildirim E, Barışık CC, Demirtakan T. The Global 
COVID-19 Pandemic Quarantining Effect on Mental Health, 
Sleeping Quality and Life-Style Int J Clin Psych MentHeal 
2021; 9: 31-39. 
https://doi.org/10.12970/2310-8231.2021.09.06 

[12] Bener A, Griffith MD, Barışık CC, Çatan-İnan F, Morgül E. 
Impacts of Covid-19 and Lockdown on Mental Health: 
Depression, Anxiety, Stress and Fear among Adult 
Population in Turkey. Arch Clin Biomed Res 2022a; 6(1): 
260-270. 
https://doi.org/10.26502/acbr.50170312ee 

[13] Morgul E, Bener A, Atak M, Akyel S, Aktaş S, Bhugra D, 
Ventriglio A, Jordan TR. COVID-19 pandemic and 
psychological fatigue in Turkey. Int J Soc Psychiatry 2021; 
67(2): 128-135.  
https://doi.org/10.1177/0020764020941889 

[14] Bener A, Yousif A, Bener OF, Huda S. Bayesian Estimation 
for Modelling Congestive Heart Failure Deaths and Using 
Lorenz Curve. Int J Appl Sci Comp 2007; 14: 1-16. 

[15] Bener A, Farooq A, Kittani H, Seker H, Bener M. Bayesian 
Estimation for Modelling Acute Myocardial Infarction Deaths 
and using the Lorenz Curve. Int J Appl Sci Comp 2005; 
12(3): 132-147. 

[16] Fellman J. Estimation of Gini coefficients using Lorenz 
curves. Journal of Statistical and Econometric Methods 2012; 
1(2): 31-38. 

[17] Lee WC. Probabilistic analysis of global performance of 
diagnostic tests: Interpreting the Lorenz curve-based 
summary measures. Stat Med 1999; 18: 455-471. 
https://doi.org/10.1002/(SICI)1097-
0258(19990228)18:4<455::AID-SIM44>3.0.CO;2-A 

[18] Lee WC. Characterizing exposure-disease association in 
human populations using the Lorenz curve and Gini Index. 
Stat Med 1997; 16: 729-39. 
https://doi.org/10.1002/(SICI)1097-
0258(19970415)16:7<729::AID-SIM491>3.0.CO;2-A 

[19] Sathar AEI, Jeevanand ES. Bayes estimation of Lorenz 
curve and Gini index for classical Pareto distribution in some 
real data situation. J App Stat Sci 2009; 17(2): 315-329. 

[20] Sathar AEI, Suresh RP. Bayes estimation of Lorenz curve 
and Gini-index in a shifted exponential distribution. Stat Met 
2006; 8(2): 73-82. 

 
 
 

 
Received on 11-03-2025 Accepted on 08-04-2025 Published on 03-05-2025 
 
https://doi.org/10.6000/1929-6029.2025.14.26 
 
© 2025 Bener et al. 
This is an open-access article licensed under the terms of the Creative Commons Attribution License 
(http://creativecommons.org/licenses/by/4.0/), which permits unrestricted use, distribution, and reproduction in any medium, 
provided the work is properly cited. 
 


